Effectiveness of ion fragmentation techniques for high throughput lipid analysis
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Methods

Table 1. Optimized NCEs and corresponding fragmentation efficiencies using
CID and HCD. Shown are the lipid species with their detected precursor and

CID
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Figure 3. Fragmentation profile (NCE 0-60%) and MS/MS spectra under CID
(NCE 40%) and HCD (NCE 30%) of 11:1/11:1/11:1 TG.

Figure 1. Fragmentation profile (NCE 0-60%) and MS/MS spectra under CID
(NCE 30%) and HCD (NCE 35%) of 14:0 LPC.
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