Mouse lung peptide AMT tag database Metadata
[bookmark: _GoBack]This submission corresponds to peptides identified from proteomics analysis of tryptic digests of lung homogenates from C57Bl/6 mice infected with either avian influenza (A/VN/1203/04) or SARS (SARS MA15) virus. For avian influenza, mice were mock-infected (n = 3 each) or infected with virus (n = 5 each) at 10e2, 10e3, or 10e4 pfu and sacrificed at 1, 2, 4, and 7 d post-infection. For SARS, mice were mock-infected or infected with virus (n = 5 each) at 10e2, 10e3, 10e4, or 10e5 pfu (n = 5 each) and sacrificed at 1, 2, 4, and 7 d post-infection. For all virus-infected mice, aliquots of lung proteins were combined to create two pools corresponding to early (1 and 2 d post-infection) and late (4 and 7 d post-infection) infection. For mock-infected mice, aliquots of lung proteins from all time points were pooled. Each pool was then subjected to tryptic digestion, followed by strong-cation exchange fractionation. Capillary LC-MS/MS analysis was then performed on each fraction. More information can be found at the following web site: https://www.systemsvirology.org/project/home/begin.view? 
